Outrageously fast and efficient protein engineering

with the Onyx® platform.
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*This example compares building and testing 1,000 edits using traditional in-
house techniques or the Onyx Platform and includes the following steps: library
design strategy, edit sequence design (QRNA and homology arm), ordering and
receiving the oligos or kits, constructing the plasmid, performing plasmid library
QC, engineering the cell library, and genotyping the cell library. Actual results
may vary depending on the actual experiment performed.
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